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RAW SEQUENCE LISTING 
PATENT APPLICATION: US/09/276,455 

Input Set : A:\Fershtl.app 

Output. Set: N: \CRF3\05112000\I2764 5 5 . raw 

3 <110> APPLICANT: FERSHT, Alan R. 

4 ZAHN, Ralph 

5 ALTAMIRANO, Myriam M. 

7 <120> TITLE OF INVENTION: CHAPERONE FRAGMENTS 
9 <130> FILE REFERENCE: 674508-2001 

11 <140> CURRENT APPLICATION NUMBER: 09/276,455 

12 <141> CURRENT FILING DATE: 1999-03-25 

14 <150> PRIOR APPLICATION NUMBER: 97/02652 

15 <151> PRIOR FILING DATE: 1997-09-26 

17 <150> PRIOR APPLICATION NUMBER: 96/020980 

18 <151> PRIOR FILING DATE : 1996-12-03 

20 <150> PRIOR APPLICATION NUMBER: 9620243.7 

21 <151> PRIOR FILING DATE: 1996-09-26 
23 <160> NUMBER OF SEQ ID NOS : 14 

2 5 <170> SOFTWARE: Patentln Ver . 2.1 

27 <210> SEQ ID NO: 1 

28 <211> LENGTH: 27 

29 <212> TYPE: DNA 

30 <213> ORGANISM: Escherichia coli 
32 <400> SEQUENCE: 1 

3 3 cggatccgaa ggtatgcagt tcgaccg 

36 <210> SEQ ID NO : 2 

37 <211> LENGTH: 30 

38 <212> TYPE: DNA 

Escherichia coli 
2 

4 2 cgaattctta aacgccgcct gccagtttcg 
45 <210> SEQ ID NO: 3 

LENGTH: 31 
TYPE: DNA 

Escherichia coli 

3 

51 cgaattctta acggccctgg attgcagctt c 
<210> SEQ ID NO: 4 

55 <211> LENGTH: 35 

56 <212> TYPE: DNA 

57 <213> ORGANISM: Escherichia coli 

59 <400> SEQUENCE: 4 

60 cgaattctta acccacgcca tcgatgatag tggtg 

63 <210> SEQ ID NO: 5 

64 <211> LENGTH: 42 

65 <212> TYPE: DNA 

66 <213> ORGANISM: Escherichia coli 

68 <400> SEQUENCE: 5 

69 cgaattctta gtctttgttg atcacaacac gtttagcctg ac 

72 <210> SEQ ID NO: 6 

73 <211> LENGTH: 36 



DATE: 05/11/2000 
TIME: 15:43:20 




ENTERED 



39 <213> ORGANISM: 
41 <400> SEQUENCE: 



46 <211> 

47 <212> 

48 <213> ORGANISM: 
50 <400> SEQUENCE: 
51 
54 



27 



30 



31 



35 



42 
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RAW SEQUENCE LISTING DATE; 05/11/2000 

PATENT APPLICATION: US/09/276, 455 TIME: 15:43:20 

Input Set :■ A:\Fershtl.app 

Output Set: N:\CRF3\05112000\l276455.raw 

74 <212> TYPE : DNA 

75 <213> ORGANISM: Escherichia coli 

77 <400> SEQUENCE: 6 

78 cgaattctta acgtttagcc tgacccaggt cttcca 36 

81 <210> SEQ ID NO: 7 

82 <211> LENGTH: 34 

83 <212> TYPE: DNA 

84 <213> ORGANISM: Escherichia coli 

86 <4 00> SEQUENCE: 7 

87 cgaattctta accgccagtc agggttgcga tatc 34 

90 <210> SEQ ID NO: 8 

91 <211> LENGTH: 36 

92 <212> TYPE: PRT 

93 <213> ORGANISM: Escherichia coli 

95 <4 00> SEQUENCE: 8 

96 Met Arg Gly Ser His His His His His His Gly Met Ala Ser Met Thr 

97 1 5 10 15 

99 Gly Gly Gin Gin Met Gly Arg Asp Leu Tyr Asp Asp Asp Asp Leu Val 

100 20 25 30 

102 Pro Arg Gly Ser 

103 35 

106 <210> SEQ ID NO: 9 

107 <211> LENGTH: 186 

108 <212> TYPE: PRT. 

109 <213> ORGANISM: Escherichia coli 
111 <400> SEQUENCE: 9 
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Glu 
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20 
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118 
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Asp 
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He 
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Val 
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Glu 


119 
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45 








121 
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Val 
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Lys 
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He 
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Val 
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124 


Glu 
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Val 


Val 


Asn 


Thr 


Met 


Arg 


Gly 


He 
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Lys 


Asp 


Thr 


Thr 


Thr 


He 


He 


Asp 


137 
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140 
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155 










160 


142 


Gin 
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Glu 
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Val 
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149 


<210> SEQ ID NO: 


: 10 
























150 


<211> LENGTH: 548 
























151 


<212> TYPE: 


PRT 


























152 


<213> ORGANISM: 


Escherichia 


coli 
















154 


<4 00> SEQUENCE: 


10 
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Met 
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Met 
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158 


Leu 


Arg 


Gly 


Val 
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Val 
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Val 
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159 
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161 
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35 










40 










45 
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Lys 


Phe 


Glu 


Asn 


Met 


Gly 


Ala 


Gin 


Met 


Val 
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173 


Gin 


Ala 
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He 
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Met 
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Val 
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475 
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<210> SEQ ID NO: 


: 11 
























262 


<211> LENGTH : 160 
























263 


<212> TYPE: 


PRT 
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<213> ORGANISM: 


Escherichia 


coli 
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<400> SEQUENCE: 


11 
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140 



DATE: 05/11/2000 
TIME: 15:43:20 



Gin Gly Arg Val Ala Gin He 
155 160 



Amino acid 5 is He, Leu, Val, Pro or Ala 



Amino acid 8 is Leu, Glu, Val, His or He 



Amino acid 9 is Glu, Ala, Arg, Leu, Gin or Asn 



292 130 135 

294 Asp Gly Val Gly Glu Glu Ala Ala He 

295 145 150 

301 <210> SEQ ID NO: 12 

302 <211> LENGTH: 42 

303 <212> TYPE: PRT 

304 <213> ORGANISM: Escherichia coli 

306 <220> FEATURE: 

307 <221> NAME/KEY: VARIANT 

308 <222> LOCATION: (1) 

309 <223> OTHER INFORMATION: Amino acid 1 is He, Met, Leu, Val, Ser, Phe or 

310 Ala 

312 <220> FEATURE: 

313 <221> NAME/KEY: VARIANT 

314 <222> LOCATION: (5) 

315 <223> OTHER INFORMATION: 

317 <220>. FEATURE: 

318 <221> NAME/KEY: VARIANT 

319 <222> LOCATION: (8) 

320 <223> OTHER INFORMATION: 

322 <220> FEATURE: 

323 <221> NAME/KEY: VARIANT 

324 <222> LOCATION: (9) 

325 <223> OTHER INFORMATION: 

327 <220> FEATURE: 

328 <221> NAME/KEY: VARIANT 

329 <222> LOCATION: (12) 

330 <223> OTHER INFORMATION : Amino acid 12 is Ala, Val, He, Met, Leu, Asn, 

331 Ser, Arg, Thr, Gin or Lys 

333 <220> FEATURE : 

334 <221> NAME/KEY: VARIANT 

335 <222> LOCATION: (28) 

336 <223> OTHER INFORMATION: Amino acid 28 is Glu, Asp or Gly 
338 <220> FEATURE: 

3 39 <221> NAME/KEY: VARIANT 

340 <222> LOCATION: (31) 

341 <223> OTHER INFORMATION: Amino acid 31 is Ala, Pro, Ser, Thr, Gly, or Le 

343 <220> FEATURE: 

344 <221> NAME/KEY: VARIANT 

345 <222> LOCATION: (32) 

346 <223> OTHER INFORMATION: Amino acid 32 is Thr, Ala, Asn, Ser, or Val 
348 <220> FEATURE: 

34 9 <221> NAME/KEY: VARIANT 

350 <222> LOCATION: (34) 

351 <223> OTHER INFORMATION : Amino acid 34 is Val, Leu, He, or Ala 
353 <220> FEATURE: 

3 54 <221> NAME/KEY: VARIANT 
3 55 <222> LOCATION: (35) 
356 <223> OTHER INFORMATION : Amino acid 



35 is Val, Leu, He, Phe or His 



i 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/276,4 55 



DATE: 05/11/2000 
TIME: 15:43:21 



Input Set : A;\Fershtl .app 

Output Set: N:\CRF3\05112000\I276455.raw 



L:420 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:12 

L:423 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 12 

L:426 M:341 W: (46) n n" or "Xaa" used, for SEQ ID# : 12 

L:441 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:13 

L:444 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 13 

L:447 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 13 
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